
— ABLYBIO, Help Your Research

BAZ2A Rabbit pAb

货号: AYP20971  

产品信息

反应 Human,Mouse,Rat

宿主 Rabbit

克隆性 Polyclonal

预测反应

应用 WB IHC IF/ICC

推荐浓度 WB:  1:500 - 1:2000

IHC:  1:50 - 1:100

IF/ICC:  1:50 - 1:200

理论分子量

实测分子量 280-310kDa

形式 Liquid

保存条件 Store at -20℃. Avoid freeze / thaw cycles.

Buffer: PBS with 0.01% thiomersal,50% glycerol,pH7.3.

偶联物 Unconjugated

阳性对照 K-562,NIH/3T3

细胞定位 cytosol,nuclear speck,nucleolus

纯化 Affinity purification

抗原信息

抗原信息 Recombinant fusion protein containing a sequence corresponding to amino acids 97-295 of human BAZ2

A (NP_038477.2).

靶点信息
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研究背景 Regulatory subunit of the ATP-dependent NoRC-1 and NoRC-5 ISWI chromatin remodeling complexes, whi

ch form ordered nucleosome arrays on chromatin and facilitate access to DNA during DNA-templated pro

cesses such as DNA replication, transcription, and repair. Both complexes regulate the spacing of nucleos

omes along the chromatin and have the ability to slide mononucleosomes to the center of a DNA templat

e. Directly stimulates the ATPase activity of SMARCA5 in the NoRC-5 ISWI chromatin remodeling complex.

The NoRC-1 ISWI chromatin remodeling complex has a lower ATP hydrolysis rate than the NoRC-5 ISWI ch

romatin remodeling complex. Within the NoRC-5 ISWI chromatin remodeling complex, mediates silencing

of a fraction of rDNA by recruiting histone-modifying enzymes and DNA methyltransferases, leading to he

terochromatin formation and transcriptional silencing (By similarity. In the complex, it plays a central role

by being recruited to rDNA and by targeting chromatin modifying enzymes such as HDAC1, leading to rep

ress RNA polymerase I transcription (By similarity. Recruited to rDNA via its interaction with TTF1 and its

ability to recognize and bind histone H4 acetylated on 'Lys-16' (H4K16ac, leading to deacetylation of H4K

5ac, H4K8ac, H4K12ac but not H4K16ac (By similarity. Specifically binds pRNAs, 150-250 nucleotide RNAs

that are complementary in sequence to the rDNA promoter; pRNA-binding is required for heterochromatin

formation and rDNA silencing (By similarity.

基因ID 11176

基因名 BAZ2A

Swiss Q9UIF9 (https://www.uniprot.org/uniprotkb/Q9UIF9/entry)

别名 TIP5,WALp3,BAZ2A / TIP5,BAZ2A,BAZ2A Rabbit pAb,Transcription termination factor I-interacting protein

5,hWALp3,KIAA0314

产品验证

Western blot analysis of BAZ2A expressed in K-562,NIH/3T3 using BAZ2A Rabbit pAb at 1:1000. Secondar

y antibody: HRP Goat Anti-Rabbit IgG (H+L) at 1:5000. Lysates/proteins: 30ug per lane. Blocking buffer:

5% non-fat dry milk in TBST. Detection: ECL Enhanced Kit. Exposure time: 120s.

实验步骤

访问官网浏览详情: www.ablybio.cn (https://www.ablybio.cn//www.ablybio.cn)

 

6/13/26, 1:53 AM BAZ2A Rabbit pAb – 艾博立生物

file:///mnt/wwwroot/ablybio_com/public/uploads/datasheet/AY/P/AYP20971.pdf.tmp.23298.html 2/2

https://www.uniprot.org/uniprotkb/Q9UIF9/entry
https://www.uniprot.org/uniprotkb/Q9UIF9/entry
https://www.ablybio.cn//www.ablybio.cn
https://www.ablybio.cn//www.ablybio.cn

