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RAFZAE Store at -20°C. Avoid freeze / thaw cycles.
Buffer: PBS with 0.01% thiomersal,50% glycerol,pH7.3.
B Unconjugated
B o 8 K-562,HeLa,NIH/3T3
0 5 i cytosol,nuclear speck,nucleolus
4tk Affinity purification
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PusE Recombinant fusion protein containing a sequence corresponding to amino acids 97-295 of human BAZ2A
(TIP5) (NP_038477.2).
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Regulatory subunit of the ATP-dependent NoRC-1 and NoRC-5 ISWI chromatin remodeling complexes, whi
ch form ordered nucleosome arrays on chromatin and facilitate access to DNA during DNA-templated pro
cesses such as DNA replication, transcription, and repair. Both complexes regulate the spacing of nucleos
omes along the chromatin and have the ability to slide mononucleosomes to the center of a DNA templat
e. Directly stimulates the ATPase activity of SMARCAS in the NoRC-5 ISWI chromatin remodeling complex.
The NoRC-1 ISWI chromatin remodeling complex has a lower ATP hydrolysis rate than the NoRC-5 ISWI ch
romatin remodeling complex. Within the NoRC-5 ISWI chromatin remodeling complex, mediates silencing
of a fraction of rDNA by recruiting histone-modifying enzymes and DNA methyltransferases, leading to he
terochromatin formation and transcriptional silencing (By similarity. In the complex, it plays a central role
by being recruited to rDNA and by targeting chromatin modifying enzymes such as HDAC1, leading to re

press RNA polymerase | transcription (By similarity. Recruited to rDNA via its interaction with TTF1 and it

s ability to recognize and bind histone H4 acetylated on 'Lys-16' (H4K16ac, leading to deacetylation of H4
K5ac, H4K8ac, H4K12ac but not H4K16ac (By similarity. Specifically binds pRNAs, 150-250 nucleotide RN

As that are complementary in sequence to the rDNA promoter; pRNA-binding is required for heterochrom
atin formation and rDNA silencing (By similarity.
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TIP5;WALp3;BAZ2A / TIP5;BAZ2A

Western blot analysis of BAZ2A / TIP5 expressed in K-562,HelLa,NIH/3T3 using BAZ2A / TIP5 Rabbit p

- bazza s Ab at 1:1000. Secondary antibody: HRP Goat Anti-Rabbit IgG (H+L) at 1:5000. Lysates/proteins: 30u

g per lane. Blocking buffer: 5% non-fat dry milk in TBST. Detection: ECL Enhanced Kit. Exposure time
: 120s.
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