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MSH2 (YD31223) Rabbit mAb
货号: AYD16715  

产品信息

反应 Human, Mouse, Rat

宿主 Rabbit

克隆性 Monoclonal

预测反应

应用 WB IHC-P ICC/IF FC

推荐浓度

理论分子量 105kDa/104kDa/104kDa

实测分子量

形式 Liquid

保存条件 Store at -20℃. Avoid freeze / thaw cycles.
Buffer: PBS with 0.75% BSA,50% glycerol,pH7.3.

偶联物 Unconjugated

阳性对照

细胞定位 Nucleus, Chromosome

纯化

抗原信息

抗原信息

靶点信息
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研究背景 Component of the post-replicative DNA mismatch repair system (MMR). Forms two different heterodimers
: MutS alpha (MSH2-MSH6 heterodimer) and MutS beta (MSH2-MSH3 heterodimer) which binds to DNA mi
smatches thereby initiating DNA repair. When bound, heterodimers bend the DNA helix and shields appro
ximately 20 base pairs. MutS alpha recognizes single base mismatches and dinucleotide insertion-deletio
n loops (IDL) in the DNA. MutS beta recognizes larger insertion-deletion loops up to 13 nucleotides long. 
After mismatch binding, MutS alpha or beta forms a ternary complex with the MutL alpha heterodimer, w
hich is thought to be responsible for directing the downstream MMR events, including strand discriminatio
n, excision, and resynthesis. Recruits DNA helicase MCM9 to chromatin which unwinds the mismatch cont
aining DNA strand (PubMed:26300262). ATP binding and hydrolysis play a pivotal role in mismatch repair 
functions. The ATPase activity associated with MutS alpha regulates binding similar to a molecular switch
: mismatched DNA provokes ADP-->ATP exchange, resulting in a discernible conformational transition tha
t converts MutS alpha into a sliding clamp capable of hydrolysis-independent diffusion along the DNA bac
kbone. This transition is crucial for mismatch repair. MutS alpha may also play a role in DNA homologous 
recombination repair. In melanocytes may modulate both UV-B-induced cell cycle regulation and apoptosi
s Component of the post-replicative DNA mismatch repair system (MMR). Forms two different heterodime
rs: MutS alpha (MSH2-MSH6 heterodimer) and MutS beta (MSH2-MSH3 heterodimer) which binds to DNA 
mismatches thereby initiating DNA repair. When bound, heterodimers bend the DNA helix and shields ap
proximately 20 base pairs. MutS alpha recognizes single base mismatches and dinucleotide insertion-del
etion loops (IDL) in the DNA. MutS beta recognizes larger insertion-deletion loops up to 13 nucleotides lo
ng. After mismatch binding, MutS alpha or beta forms a ternary complex with the MutL alpha heterodime
r, which is thought to be responsible for directing the downstream MMR events, including strand discrimin
ation, excision, and resynthesis. Recruits DNA helicase MCM9 to chromatin which unwinds the mismatch 
containing DNA strand. ATP binding and hydrolysis play a pivotal role in mismatch repair functions. The A
TPase activity associated with MutS alpha regulates binding similar to a molecular switch: mismatched D
NA provokes ADP-->ATP exchange, resulting in a discernible conformational transition that converts MutS
alpha into a sliding clamp capable of hydrolysis-independent diffusion along the DNA backbone. This tran
sition is crucial for mismatch repair. MutS alpha may also play a role in DNA homologous recombination r
epair. In melanocytes may modulate both UV-B-induced cell cycle regulation and apoptosis Component of
the post-replicative DNA mismatch repair system (MMR). Forms two different heterodimers: MutS alpha (
MSH2-MSH6 heterodimer) and MutS beta (MSH2-MSH3 heterodimer) which binds to DNA mismatches ther
eby initiating DNA repair. When bound, heterodimers bend the DNA helix and shields approximately 20 b
ase pairs. MutS alpha recognizes single base mismatches and dinucleotide insertion-deletion loops (IDL) i
n the DNA. MutS beta recognizes larger insertion-deletion loops up to 13 nucleotides long. After mismatc
h binding, MutS alpha or beta forms a ternary complex with the MutL alpha heterodimer, which is thought
to be responsible for directing the downstream MMR events, including strand discrimination, excision, an
d resynthesis. Recruits DNA helicase MCM9 to chromatin which unwinds the mismatch containing DNA str
and. ATP binding and hydrolysis play a pivotal role in mismatch repair functions. The ATPase activity asso
ciated with MutS alpha regulates binding similar to a molecular switch: mismatched DNA provokes ADP--
>ATP exchange, resulting in a discernible conformational transition that converts MutS alpha into a slidin
g clamp capable of hydrolysis-independent diffusion along the DNA backbone. This transition is crucial for
mismatch repair. MutS alpha may also play a role in DNA homologous recombination repair. In melanocyt
es may modulate both UV-B-induced cell cycle regulation and apoptosis

基因ID 4436

基因名 MSH2, Msh2

Swiss P43246, P43247, P54275

别名 MSH2 (YD31223)

产品验证



实验步骤
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