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BRER Serine/threonine-protein kinase that acts as a regulator of the p38/MAPK14 stress-activated MAPK cascad
e and of the MAPK8/JNK cascade. In response to DNA damage, involved in the G2/M transition DNA dama
ge checkpoint by activating the p38/MAPK14 stress-activated MAPK cascade, probably by mediating phos
phorylation of upstream MAP2K3 and MAP2K®6 kinases. Inhibits basal activity of the MAPK8/JNK cascade a
nd diminishes its activation in response to epidermal growth factor (EGF). Positively regulates canonical T
cell receptor (TCR) signaling by preventing early PTPN6/SHP1-mediated inactivation of LCK, ensuring sust
ained TCR signaling that is required for optimal activation and differentiation of T cells (PubMed:3037385
0). Phosphorylates PTPN6/SHP1 on 'Thr-394', leading to its polyubiquitination and subsequent proteasom
al degradation (PubMed:38166031). Required for cell surface expression of metalloprotease ADAM10 on t
ype 1 transitional B cells which is necessary for their NOTCH-mediated development into marginal zone B
cells (By similarity). Also required for the NOTCH-mediated terminal differentiation of splenic conventional
type 2 dendritic cells (By similarity). Positively regulates osteoblast differentiation by acting as an upstrea
m activator of the JNK pathway (PubMed:32807497). Promotes JNK signaling in hepatocytes and positivel
y regulates hepatocyte lipid storage by inhibiting beta-oxidation and triacylglycerol secretion while enhan
cing lipid synthesis (PubMed:34634521). Restricts age-associated inflammation by negatively regulating
differentiation of macrophages and their production of pro-inflammatory cytokines (By similarity). Plays a
role in negatively regulating the abundance of regulatory T cells in white adipose tissue (By similarity) Se
rine/threonine-protein kinase that acts as a regulator of the p38/MAPK14 stress-activated MAPK cascade
and of the MAPK8/JNK cascade (By similarity). In response to DNA damage, involved in the G2/M transitio
n DNA damage checkpoint by activating the p38/MAPK14 stress-activated MAPK cascade, probably by me
diating phosphorylation of upstream MAP2K3 and MAP2K6 kinases (By similarity). Inhibits basal activity of
the MAPK8/JNK cascade and diminishes its activation in response to epidermal growth factor (EGF) (By si
milarity). Positively regulates canonical T cell receptor (TCR) signaling by preventing early PTPN6/SHP1-m
ediated inactivation of LCK, ensuring sustained TCR signaling that is required for optimal activation and di
fferentiation of T cells (By similarity). Phosphorylates PTPN6/SHP1 on 'Thr-394', leading to its polyubiquiti
nation and subsequent proteasomal degradation (By similarity). Required for cell surface expression of m
etalloprotease ADAM10 on type 1 transitional B cells which is necessary for their NOTCH-mediated develo
pment into marginal zone B cells (PubMed:28068307). Also required for the NOTCH-mediated terminal dif
ferentiation of splenic conventional type 2 dendritic cells (PubMed:33214146). Positively regulates osteob
last differentiation by acting as an upstream activator of the JNK pathway (PubMed:32807497). Promotes
JNK signaling in hepatocytes and positively regulates hepatocyte lipid storage by inhibiting beta-oxidation
and triacylglycerol secretion while enhancing lipid synthesis (By similarity). Restricts age-associated infla
mmation by negatively regulating differentiation of macrophages and their production of pro-inflammator
y cytokines (PubMed:37400834). Plays a role in negatively regulating the abundance of regulatory T cells
in white adipose tissue (PubMed:37347461) Serine/threonine-protein kinase that acts as a regulator of th
e p38/MAPK14 stress-activated MAPK cascade and of the MAPK8/JNK cascade. In response to DNA damag
e, involved in the G2/M transition DNA damage checkpoint by activating the p38/MAPK14 stress-activated
MAPK cascade, probably by mediating phosphorylation of upstream MAP2K3 and MAP2K6 kinases. Inhibit
s basal activity of the MAPK8/JNK cascade and diminishes its activation in response to epidermal growth f
actor (EGF). Positively regulates canonical T cell receptor (TCR) signaling by preventing early PTPN6/SHP1
-mediated inactivation of LCK, ensuring sustained TCR signaling that is required for optimal activation an
d differentiation of T cells. Phosphorylates PTPN6/SHP1 on 'Thr-396', leading to its polyubiquitination and
subsequent proteasomal degradation. Required for cell surface expression of metalloprotease ADAM10 o
n type 1 transitional B cells which is necessary for their NOTCH-mediated development into marginal zon
e B cells. Also required for the NOTCH-mediated terminal differentiation of splenic conventional type 2 de
ndritic cells. Positively regulates osteoblast differentiation by acting as an upstream activator of the JNK p
athway. Promotes JNK signaling in hepatocytes and positively regulates hepatocyte lipid storage by inhibi
ting beta-oxidation and triacylglycerol secretion while enhancing lipid synthesis. Restricts age-associated
inflammation by negatively regulating differentiation of macrophages and their production of pro-inflamm
atory cytokines. Plays a role in negatively regulating the abundance of regulatory T cells in white adipose

tissue
ZRHID 51347
HE4 TAOK3, Taok3
Swiss Q9HC79 (https://www.uniprot.org/uniprotkb/Q9HC79/entry), Q8BYC6 (https://www.uniprot.org/uniprotkb/Q

8BYC6/entry), Q53UA7 (https://www.uniprot.org/uniprotkb/Q53UA7/entry)
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6/11/26, 6:45 AM TAOKS3 (YD35846) Rabbit mAb - Y B4
A% TAOK3 (YD35846), TAOK3 (YD35846) Rabbit mAb,TAOK3,Cutaneous T-cell lymphoma-associated antigen H

D-CL-09,Dendritic cell-derived protein kinase,J]NK/SAPK-inhibitory kinase,Jun kinase-inhibitory kinase,Kinas
e from chicken homolog A, Thousand and one amino acid protein 3
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