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HDAC1 (YD35600) Rabbit mAb
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Human, Mouse, Rat
Rabbit

Monoclonal

WB IHC-P ICC/IF FC IP

55kDa/55kDa/55kDa

Liquid

Store at -20°C. Avoid freeze / thaw cycles.
Buffer: PBS with 0.75% BSA,50% glycerol,pH7.3.

Unconjugated

Nucleus

Histone deacetylase that catalyzes the deacetylation of lysine residues on the N-terminal part of the core

histones (H2A, H2B, H3 and H4) (PubMed:16762839, PubMed:17704056, PubMed:28497810). Histone dea
cetylation gives a tag for epigenetic repression and plays an important role in transcriptional regulation, ¢
ell cycle progression and developmental events (PubMed:16762839, PubMed:17704056). Histone deacety
lases act via the formation of large multiprotein complexes (PubMed:16762839, PubMed:17704056). Acts
as a component of the histone deacetylase NuRD complex which participates in the remodeling of chrom

atin (PubMed:16428440, PubMed:28977666). As part of the SIN3B complex is recruited downstream of th
e constitutively active genes transcriptional start sites through interaction with histones and mitigates his
tone acetylation and RNA polymerase Il progression within transcribed regions contributing to the regulat
ion of transcription (PubMed:21041482). Also functions as a deacetylase for non-histone targets, such as

NR1D2, RELA, SP1, SP3, STAT3, ZNF76 and TSHZ3 (PubMed:12837748, PubMed:16285960, PubMed:1633
7145, PubMed:16478997, PubMed:17996965, PubMed:19343227). Deacetylates SP proteins, SP1 and SP3
, and regulates their function (PubMed:12837748, PubMed:16478997). Component of the BRG1-RB1-HDA
C1 complex, which negatively regulates the CREST-mediated transcription in resting neurons (PubMed:19
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081374). Upon calcium stimulation, HDACL is released from the complex and CREBBP is recruited, which
facilitates transcriptional activation (PubMed:19081374). Deacetylates TSHZ3 and regulates its transcripti
onal repressor activity (PubMed:19343227). Deacetylates 'Lys-310' in RELA and thereby inhibits the trans
criptional activity of NF-kappa-B (PubMed:17000776). Deacetylates NR1D2 and abrogates the effect of KA
T5-mediated relieving of NR1D2 transcription repression activity (PubMed:17996965). Component of a RC
OR/GFI/KDM1A/HDAC complex that suppresses, via histone deacetylase (HDAC) recruitment, a number of
genes implicated in multilineage blood cell development (By similarity). Involved in CIART-mediated trans
criptional repression of the circadian transcriptional activator: CLOCK-BMALL heterodimer (By similarity).
Required for the transcriptional repression of circadian target genes, such as PER1, mediated by the large
PER complex or CRY1 through histone deacetylation (By similarity). In addition to protein deacetylase acti
vity, also has protein-lysine deacylase activity: acts as a protein decrotonylase and delactylase by mediat
ing decrotonylation ((2E)-butenoyl) and delactylation (lactoyl) of histones, respectively (PubMed:2849781
0, PubMed:35044827) Histone deacetylase that catalyzes the deacetylation of lysine residues on the N-ter
minal part of the core histones (H2A, H2B, H3 and H4) (PubMed:10615135, PubMed:15542849, PubMed:2
1960634, PubMed:30279482). Histone deacetylation gives a tag for epigenetic repression and plays an im
portant role in transcriptional regulation, cell cycle progression and developmental events (PubMed:1061
5135, PubMed:15542849, PubMed:21960634). Histone deacetylases act via the formation of large multipr
otein complexes (PubMed:10615135, PubMed:21960634). Acts as a component of the histone deacetylas
e NuRD complex which participates in the remodeling of chromatin (By similarity). As part of the SIN3B co
mplex is recruited downstream of the constitutively active genes transcriptional start sites through intera
ction with histones and mitigates histone acetylation and RNA polymerase Il progression within transcrib
ed regions contributing to the regulation of transcription (By similarity). Also functions as a deacetylase f
or non-histone targets, such as NR1D2, RELA, SP1, SP3, STAT3, ZNF76 and TSHZ3 (By similarity). Deacet
ylates SP proteins, SP1 and SP3, and regulates their function (By similarity). Component of the BRG1-RB1
-HDAC1 complex, which negatively regulates the CREST-mediated transcription in resting neurons (By sim
ilarity). Upon calcium stimulation, HDACL is released from the complex and CREBBP is recruited, which fa
cilitates transcriptional activation (By similarity). Deacetylates TSHZ3 and regulates its transcriptional rep
ressor activity (By similarity). Deacetylates 'Lys-310' in RELA and thereby inhibits the transcriptional activ
ity of NF-kappa-B (By similarity). Deacetylates NR1D2 and abrogates the effect of KAT5-mediated relievin
g of NR1D2 transcription repression activity (By similarity). Component of a RCOR/GFI/KDM1A/HDAC com
plex that suppresses, via histone deacetylase (HDAC) recruitment, a number of genes implicated in multil
ineage blood cell development (PubMed:17707228). Involved in CIART-mediated transcriptional repressio
n of the circadian transcriptional activator: CLOCK-BMAL1 heterodimer (PubMed:15226430, PubMed:2473
6997). Required for the transcriptional repression of circadian target genes, such as PER1, mediated by th
e large PER complex or CRY1 through histone deacetylation (PubMed:15226430). In addition to protein d
eacetylase activity, also has protein-lysine deacylase activity: acts as a protein decrotonylase and delact
ylase by mediating decrotonylation ((2E)-butenoyl) and delactylation (lactoyl) of histones, respectively (P
ubMed:30279482) Histone deacetylase that catalyzes the deacetylation of lysine residues on the N-termi
nal part of the core histones (H2A, H2B, H3 and H4). Histone deacetylation gives a tag for epigenetic repr
ession and plays an important role in transcriptional regulation, cell cycle progression and developmental
events. Histone deacetylases act via the formation of large multiprotein complexes (By similarity). Acts a
s a component of the histone deacetylase NURD complex which participates in the remodeling of chromat
in (By similarity). As part of the SIN3B complex is recruited downstream of the constitutively active genes
transcriptional start sites through interaction with histones and mitigates histone acetylation and RNA pol
ymerase |l progression within transcribed regions contributing to the regulation of transcription (By simila
rity). Also functions as a deacetylase for non-histone targets, such as NR1D2, RELA, SP1, SP3, STAT3, ZNF
76 and TSHZ3 (By similarity). Deacetylates SP proteins, SP1 and SP3, and regulates their function (By sim
ilarity). Component of the BRG1-RB1-HDAC1 complex, which negatively regulates the CREST-mediated tra
nscription in resting neurons (By similarity). Upon calcium stimulation, HDACL1 is released from the compl
ex and CREBBP is recruited, which facilitates transcriptional activation (By similarity). Deacetylates TSHZ
3 and regulates its transcriptional repressor activity (By similarity). Deacetylates 'Lys-310' in RELA and th
ereby inhibits the transcriptional activity of NF-kappa-B (By similarity). Deacetylates NR1D2 and abrogate
s the effect of KAT5-mediated relieving of NR1D2 transcription repression activity (By similarity). Compon
ent of a RCOR/GFI/KDM1A/HDAC complex that suppresses, via histone deacetylase (HDAC) recruitment, a
number of genes implicated in multilineage blood cell development. Involved in CIART-mediated transcrip
tional repression of the circadian transcriptional activator: CLOCK-BMALL heterodimer. Required for the tr
anscriptional repression of circadian target genes, such as PER1, mediated by the large PER complex or C
RY1 through histone deacetylation. In addition to protein deacetylase activity, also has protein-lysine dea
cylase activity: acts as a protein decrotonylase and delactylase by mediating decrotonylation ((2E)-buten
oyl) and delactylation (lactoyl) of histones, respectively (By similarity)
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