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BRER Histone H1 protein binds to linker DNA between nucleosomes forming the macromolecular structure kno
wn as the chromatin fiber (PubMed:35581345, PubMed:40240600). Histones H1 are necessary for the con
densation of nucleosome chains into higher-order structured fibers and promote formation of the H3K27
me3 mark by the PRC2/EED-EZH2 complex (PubMed:35581345, PubMed:40240600, PubMed:40516528).
Ability to associate with nucleosomes and compact chromatin depends on linker DNA length and trajector
y (PubMed:35581345). Also acts as a regulator of individual gene transcription through chromatin remod
eling, nucleosome spacing and DNA methylation (PubMed:40240600) Histone H1 protein binds to linker D
NA between nucleosomes forming the macromolecular structure known as the chromatin fiber (PubMed:3
7922872). Histones H1 are necessary for the condensation of nucleosome chains into higher-order struct
ured fibers and promote formation of the H3K27me3 mark by the PRC2/EED-EZH2 complex (PubMed:405
16528). Together with histone H1-3, histone H1-3 acts as a regulator of splicing, most specifically exon sk
ipping and intron retention events: histone H1-3 has a high affinity for introns and regulates splicing by af
fecting RNA polymerase Il (RNAPII) elongation (PubMed:37922872). Also acts as a regulator of individual
gene transcription through chromatin remodeling, nucleosome spacing and DNA methylation (By similarit

y)

EHID 3008, 3007

£F 4 H1-4, H1-3

Swiss P10412 (https://www.uniprot.org/uniprotkb/P10412/entry), P16402 (https://www.uniprot.org/uniprotkb/P16
402/entry)

H4 Phospho-Histone H1.3/H1.4 (Thrl7) (YD11665),Phospho-Histone H1.3/H1.4 (Thrl7) (YD11665) Rabbit mA

b,H1-4,H1-3,Histone H1b,Histone H1s-4,Histone H1lc,Histone H1s-2,H1F4,H1F3

PR

LRPR

i 1) B P PERS : www.ablybio.cn (https://www.ablybio.cn//www.ablybio.cn)

file:///mnt/wwwroot/ablybio_com/public/uploads/datasheet/AY/D/AYD16206.pdf.tmp.7366.html 2/2


https://www.uniprot.org/uniprotkb/P10412/entry
https://www.uniprot.org/uniprotkb/P10412/entry
https://www.uniprot.org/uniprotkb/P16402/entry
https://www.uniprot.org/uniprotkb/P16402/entry
https://www.uniprot.org/uniprotkb/P16402/entry
https://www.ablybio.cn//www.ablybio.cn
https://www.ablybio.cn//www.ablybio.cn

