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BRER Molecular adapter required for selective macroautophagy (aggrephagy) by acting as a bridge between po
lyubiquitinated proteins and autophagosomes (PubMed:15340068, PubMed:15953362, PubMed:1628650
8, PubMed:17580304, PubMed:20168092, PubMed:22017874, PubMed:22622177, PubMed:24128730, Pu
bMed:28404643, PubMed:29343546, PubMed:29507397, PubMed:31857589, PubMed:33509017, PubMe
d:34471133, PubMed:34893540, PubMed:35831301, PubMed:37306101, PubMed:37802024). Promotes t
he recruitment of ubiquitinated cargo proteins to autophagosomes via multiple domains that bridge prote
ins and organelles in different steps (PubMed:16286508, PubMed:20168092, PubMed:22622177, PubMed:
24128730, PubMed:28404643, PubMed:29343546, PubMed:29507397, PubMed:34893540, PubMed:3780
2024). SQSTML1 first mediates the assembly and removal of ubiquitinated proteins by undergoing liquid-li
quid phase separation upon binding to ubiquitinated proteins via its UBA domain, leading to the formatio
n of insoluble cytoplasmic inclusions, known as p62 bodies (PubMed:15911346, PubMed:20168092, PubM
ed:22017874, PubMed:24128730, PubMed:29343546, PubMed:29507397, PubMed:31857589, PubMed:37
802024). SQSTM1 then interacts with ATG8 family proteins on autophagosomes via its LIR motif, leading t
0 p62 body recruitment to autophagosomes, followed by autophagic clearance of ubiquitinated proteins
(PubMed:16286508, PubMed:17580304, PubMed:20168092, PubMed:22622177, PubMed:24128730, Pub
Med:28404643, PubMed:37802024). SQSTML1 is itself degraded along with its ubiquitinated cargos (PubM
ed:16286508, PubMed:17580304, PubMed:37802024). Also required to recruit ubiquitinated proteins to P
ML bodies in the nucleus (PubMed:20168092). Also involved in autophagy of peroxisomes (pexophagy) in
response to reactive oxygen species (ROS) by acting as a bridge between ubiquitinated PEX5 receptor an
d autophagosomes (PubMed:26344566). Acts as an activator of the NFE2L2/NRF2 pathway via interaction
with KEAP1: interaction inactivates the BCR(KEAP1) complex by sequestering the complex in inclusion bo
dies, promoting nuclear accumulation of NFE2L2/NRF2 and subsequent expression of cytoprotective gene
s (PubMed:20452972, PubMed:28380357, PubMed:33393215, PubMed:37306101). Promotes relocalizatio
n of 'Lys-63'-linked ubiquitinated STING1 to autophagosomes (PubMed:29496741). Involved in endosome
organization by retaining vesicles in the perinuclear cloud: following ubiquitination by RNF26, attracts spe
cific vesicle-associated adapters, forming a molecular bridge that restrains cognate vesicles in the perinu
clear region and organizes the endosomal pathway for efficient cargo transport (PubMed:27368102, Pub
Med:33472082). Sequesters tensin TNS2 into cytoplasmic puncta, promoting TNS2 ubiquitination and pro
teasomal degradation (PubMed:25101860). May regulate the activation of NFKB1 by TNF, nerve growth fa
ctor (NGF) and interleukin-1 (PubMed:10356400, PubMed:10747026, PubMed:11244088, PubMed:124710
37, PubMed:16079148, PubMed:19931284). May play a role in titin/TTN downstream signaling in muscle c
ells (PubMed:15802564). Adapter that mediates the interaction between TRAF6 and CYLD (By similarity)
Molecular adapter required for selective macroautophagy (aggrephagy) by acting as a bridge between po
lyubiquitinated proteins and autophagosomes (PubMed:25723488, PubMed:33397898, PubMed:3730610
1). Promotes the recruitment of ubiquitinated cargo proteins to autophagosomes via multiple domains th
at bridge proteins and organelles in different steps (PubMed:25723488, PubMed:33397898). SQSTM1 first
mediates the assembly and removal of ubiquitinated proteins by undergoing liquid-liquid phase separatio
n upon binding to ubiquitinated proteins via its UBA domain, leading to the formation of insoluble cytopla
smic inclusions, known as p62 bodies (PubMed:33397898). SQSTM1 then interacts with ATG8 family prote
ins on autophagosomes via its LIR motif, leading to p62 body recruitment to autophagosomes, followed b
y autophagic clearance of ubiquitinated proteins (PubMed:33397898). SQSTM1 is itself degraded along wi
th its ubiquitinated cargos (By similarity). Also required to recruit ubiquitinated proteins to PML bodies in t
he nucleus (By similarity). Also involved in autophagy of peroxisomes (pexophagy) in response to reactiv
e oxygen species (ROS) by acting as a bridge between ubiquitinated PEX5 receptor and autophagosomes
(By similarity). Acts as an activator of the NFE2L2/NRF2 pathway via interaction with KEAP1: interaction i
nactivates the BCR(KEAP1) complex by sequestering the complex in inclusion bodies, promoting nuclear
accumulation of NFE2L2/NRF2 and subsequent expression of cytoprotective genes (PubMed:20173742, P
ubMed:20421418, PubMed:24011591, PubMed:33397898, PubMed:37306101). Promotes relocalization of
'Lys-63'-linked ubiquitinated STING1 to autophagosomes (By similarity). Involved in endosome organizati
on by retaining vesicles in the perinuclear cloud: following ubiquitination by RNF26, attracts specific vesic
le-associated adapters, forming a molecular bridge that restrains cognate vesicles in the perinuclear regi
on and organizes the endosomal pathway for efficient cargo transport (By similarity). Sequesters tensin T
NS2 into cytoplasmic puncta, promoting TNS2 ubiquitination and proteasomal degradation (By similarity).
May regulate the activation of NFKB1 by TNF, nerve growth factor (NGF) and interleukin-1 (By similarity).
May play a role in titin/TTN downstream signaling in muscle cells (By similarity). Adapter that mediates th
e interaction between TRAF6 and CYLD (PubMed:14960283, PubMed:18382763) Molecular adapter requir
ed for selective macroautophagy (aggrephagy) by acting as a bridge between polyubiquitinated proteins
and autophagosomes (By similarity). Promotes the recruitment of ubiquitinated cargo proteins to autopha
gosomes via multiple domains that bridge proteins and organelles in different steps (By similarity). SQST
M1 first mediates the assembly and removal of ubiquitinated proteins by undergoing liquid-liquid phase s
eparation upon binding to ubiquitinated proteins via its UBA domain, leading to the formation of insoluble
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cytoplasmic inclusions, known as p62 bodies (By similarity). SQSTM1 then interacts with ATG8 family prot
eins on autophagosomes via its LIR motif, leading to p62 body recruitment to autophagosomes, followed
by autophagic clearance of ubiquitinated proteins (By similarity). SQSTM1 is itself degraded along with its
ubiquitinated cargos (By similarity). Also required to recruit ubiquitinated proteins to PML bodies in the nu
cleus (By similarity). Also involved in autophagy of peroxisomes (pexophagy) in response to reactive oxyg
en species (ROS) by acting as a bridge between ubiquitinated PEX5 receptor and autophagosomes (By si
milarity). Acts as an activator of the NFE2L2/NRF2 pathway via interaction with KEAP1: interaction inactiv
ates the BCR(KEAP1) complex by sequestering the complex in inclusion bodies, promoting nuclear accum
ulation of NFE2L2/NRF2 and subsequent expression of cytoprotective genes (By similarity). Promotes relo
calization of 'Lys-63'-linked ubiquitinated STING1 to autophagosomes (By similarity). Involved in endosom
e organization by retaining vesicles in the perinuclear cloud: following ubiquitination by RNF26, attracts s
pecific vesicle-associated adapters, forming a molecular bridge that restrains cognate vesicles in the peri
nuclear region and organizes the endosomal pathway for efficient cargo transport (By similarity). Sequest
ers tensin TNS2 into cytoplasmic puncta, promoting TNS2 ubiquitination and proteasomal degradation (B
y similarity). May regulate the activation of NFKB1 by TNF, nerve growth factor (NGF) and interleukin-1 (P
ubMed:11244088, PubMed:11500922). May play a role in titin/TTN downstream signaling in muscle cells
(By similarity). Adapter that mediates the interaction between TRAF6 and CYLD (By similarity)

8878

SQSTM1, Sgstm1l

Q13501 (https://www.uniprot.org/uniprotkb/Q13501/entry), Q64337 (https://www.uniprot.org/uniprotkb/Q
64337/entry), 008623 (https://www.uniprot.org/uniprotkb/O08623/entry)

Phospho-SQSTM1/p62 (Ser349) (YD16587),Phospho-SQSTM1/p62 (Ser349) (YD16587) Rabbit mAb,SQSTM
1,EBI3-associated protein of 60 kDa,Phosphotyrosine-independent ligand for the Lck SH2 domain of 62 k
Da,Ubiquitin-binding protein p62,STONE14,Protein kinase C-zeta-interacting protein,ORCA,OSIL,A170

i 1) B R PERS : www.ablybio.cn (https://www.ablybio.cn//www.ablybio.cn)

file:///mnt/wwwroot/ablybio_com/public/uploads/datasheet/AY/D/AYD11542.pdf.tmp.17093.html

3/3


https://www.uniprot.org/uniprotkb/Q13501/entry
https://www.uniprot.org/uniprotkb/Q13501/entry
https://www.uniprot.org/uniprotkb/Q64337/entry
https://www.uniprot.org/uniprotkb/Q64337/entry
https://www.uniprot.org/uniprotkb/Q64337/entry
https://www.uniprot.org/uniprotkb/O08623/entry
https://www.uniprot.org/uniprotkb/O08623/entry
https://www.ablybio.cn//www.ablybio.cn
https://www.ablybio.cn//www.ablybio.cn

