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METTL16 (YD34159) Rabbit mAb
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RNA N6-methyltransferase that methylates adenosine residues at the N(6) position of a subset of RNAs a
nd is involved in S-adenosyl-L-methionine homeostasis by regulating expression of MAT2A transcripts (Pu
bMed:28525753, PubMed:30197297, PubMed:30197299, PubMed:33428944, PubMed:33930289). Able to
N6-methylate a subset of mMRNAs and U6 small nuclear RNAs (U6 snRNAs) (PubMed:28525753). In contra
st to the METTL3-METTL14 heterodimer, only able to methylate a limited number of RNAs: requires both
a 5'UACAGAGAA-3' nonamer sequence and a specific RNA structure (PubMed:28525753, PubMed:301972
97, PubMed:30197299). Plays a key role in S-adenosyl-L-methionine homeostasis by mediating N6-methy
lation of MAT2A mRNAs, altering splicing of MAT2A transcripts: in presence of S-adenosyl-L-methionine, b
inds the 3'-UTR region of MAT2A mRNA and specifically N6-methylates the first hairpin of MAT2A mRNA, p
reventing recognition of their 3'-splice site by U2AF1/U2AF35, thereby inhibiting splicing and protein prod
uction of S-adenosylmethionine synthase (PubMed:28525753, PubMed:33930289). In S-adenosyl-L-methi
onine-limiting conditions, binds the 3'-UTR region of MAT2A mRNA but stalls due to the lack of a methyl d
onor, preventing N6-methylation and promoting expression of MAT2A (PubMed:28525753). In addition to
mMRNAs, also able to mediate N6-methylation of U6 small nuclear RNA (U6 snRNA): specifically N6-methyl
ates adenine in position 43 of U6 snRNAs (PubMed:28525753, PubMed:29051200, PubMed:32266935). Al
so able to bind various IncRNAs, such as 7SK snRNA (7SK RNA) or 7SL RNA (PubMed:29051200). Specifica
Ily binds the 3'-end of the MALAT1 long non-coding RNA (PubMed:27872311) RNA N6-methyltransferase t
hat methylates adenosine residues at the N(6) position of a subset of RNAs and is involved in S-adenosyl-
L-methionine homeostasis by regulating expression of MAT2A transcripts (PubMed:29262316, PubMed:30
197299). Able to N6-methylate a subset of mMRNAs and U6 small nuclear RNAs (U6 snRNAs) (By similarity
). In contrast to the METTL3-METTL14 heterodimer, only able to methylate a limited number of RNAs: req
uires both a 5'UACAGAGAA-3' nonamer sequence and a specific RNA structure (By similarity). Plays a key
role in S-adenosyl-L-methionine homeostasis by mediating N6-methylation of MAT2A mRNAs, altering spli
cing of MAT2A transcripts: in presence of S-adenosyl-L-methionine, binds the 3'-UTR region of MAT2A mR
NA and specifically N6-methylates the first hairpin of MAT2A mRNA, preventing recognition of their 3'-spli
ce site by U2AF1/U2AF35, thereby inhibiting splicing and protein production of S-adenosylmethionine syn
thase (By similarity). In S-adenosyl-L-methionine-limiting conditions, binds the 3'-UTR region of MAT2A m
RNA but stalls due to the lack of a methyl donor, preventing N6-methylation and promoting expression of
MAT2A (PubMed:29262316). In addition to mRNAs, also able to mediate N6-methylation of U6 small nucle
ar RNA (U6 snRNA): specifically N6-methylates adenine in position 43 of U6 snRNAs (By similarity). Also a
ble to bind various IncRNAs, such as 7SK snRNA (7SK RNA) or 7SL RNA (By similarity). Specifically binds t
he 3'-end of the MALATL1 long non-coding RNA (By similarity) (PubMed:29262316, PubMed:30197299)
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