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KDM3A (YD34055) Rabbit mAb
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Buffer: PBS with 0.75% BSA,50% glycerol,pH7.3.
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Histone demethylase that specifically demethylates 'Lys-9' of histone H3, thereby playing a central role in
histone code. Preferentially demethylates mono- and dimethylated H3 'Lys-9' residue, with a preference f
or dimethylated residue, while it has weak or no activity on trimethylated H3 'Lys-9'. Demethylation of Ly
s residue generates formaldehyde and succinate. Involved in hormone-dependent transcriptional activati
on, by participating in recruitment to androgen-receptor target genes, resulting in H3 'Lys-9' demethylati
on and transcriptional activation. Involved in spermatogenesis by regulating expression of target genes s
uch as PRM1 and TNP1 which are required for packaging and condensation of sperm chromatin. Involved
in obesity resistance through regulation of metabolic genes such as PPARA and UCP1 Histone demethylas
e that specifically demethylates 'Lys-9' of histone H3, thereby playing a central role in histone code. Prefe
rentially demethylates mono- and dimethylated H3 'Lys-9' residue, with a preference for dimethylated res
idue, while it has weak or no activity on trimethylated H3 'Lys-9'. Demethylation of Lys residue generates
formaldehyde and succinate. Involved in hormone-dependent transcriptional activation, by participating i
n recruitment to androgen-receptor target genes, resulting in H3 'Lys-9' demethylation and transcription
al activation (By similarity). Involved in spermatogenesis by regulating expression of target genes such a
s PRM1 and TNP1 which are required for packaging and condensation of sperm chromatin (PubMed:17943
087). Involved in obesity resistance through regulation of metabolic genes such as PPARA and UCP1 Histo
ne demethylase that specifically demethylates 'Lys-9' of histone H3, thereby playing a central role in hist
one code. Preferentially demethylates mono- and dimethylated H3 'Lys-9' residue, with a preference for d
imethylated residue, while it has weak or no activity on trimethylated H3 'Lys-9'. Demethylation of Lys res
idue generates formaldehyde and succinate. Involved in hormone-dependent transcriptional activation, b
y participating in recruitment to androgen-receptor target genes, resulting in H3 'Lys-9' demethylation an
d transcriptional activation. Involved in spermatogenesis by regulating expression of target genes such a
s PRM1 and TNP1 which are required for packaging and condensation of sperm chromatin. Directly regula
tes expression of PPARA and UCP1 and is involved in obesity resistance (By similarity)
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