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EIF2S1 (YD34204) Rabbit mAb
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BRAFZAE Store at -20°C. Avoid freeze / thaw cycles.
Buffer: PBS with 0.75% BSA,50% glycerol,pH7.3.
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Member of the elF2 complex that functions in the early steps of protein synthesis by forming a ternary co
mplex with GTP and initiator tRNA (PubMed:16289705, PubMed:38340717). This complex binds to a 40S r
ibosomal subunit, followed by mRNA binding to form a 43S pre-initiation complex (43S PIC) (PubMed:162
89705). Junction of the 60S ribosomal subunit to form the 80S initiation complex is preceded by hydrolysi
s of the GTP bound to elF2 and release of an elF2-GDP binary complex (PubMed:16289705). In order for e
IF2 to recycle and catalyze another round of initiation, the GDP bound to elF2 must exchange with GTP b
y way of a reaction catalyzed by elF2B (PubMed:16289705). EIF2S1/elF2-alpha is a key component of the
integrated stress response (ISR), required for adaptation to various stress: phosphorylation by metabolic-
stress sensing protein kinases (EIF2AK1/HRI, EIF2AK2/PKR, EIF2AK3/PERK and EIF2AK4/GCN2) in response
to stress converts EIF2S1/elF2-alpha in a global protein synthesis inhibitor, leading to an attenuation of ca
p-dependent translation, while concomitantly initiating the preferential translation of ISR-specific mRNAs,
such as the transcriptional activators ATF4 and QRICH1, and hence allowing ATF4- and QRICH1-mediated
reprogramming (PubMed:19131336, PubMed:33384352, PubMed:38340717). EIF2S1/elF2-alpha also acts
as an activator of mitophagy in response to mitochondrial damage: phosphorylation by EIF2AK1/HRI prom
otes relocalization to the mitochondrial surface, thereby triggering PRKN-independent mitophagy (PubMe
d:38340717) Member of the elF2 complex that functions in the early steps of protein synthesis by forming
a ternary complex with GTP and initiator tRNA (PubMed:15277680, PubMed:19131336). This complex bin
ds to a 40S ribosomal subunit, followed by mRNA binding to form a 43S pre-initiation complex (PubMed:1
5277680, PubMed:19131336). Junction of the 60S ribosomal subunit to form the 80S initiation complex is
preceded by hydrolysis of the GTP bound to elF2 and release of an elF2-GDP binary complex (PubMed:15
277680, PubMed:19131336). In order for elF2 to recycle and catalyze another round of initiation, the GDP
bound to elF2 must exchange with GTP by way of a reaction catalyzed by elF2B (PubMed:15277680, Pub
Med:19131336). EIF2S1/elF2-alpha is a key component of the integrated stress response (ISR), required f
or adaptation to various stress: phosphorylation by metabolic-stress sensing protein kinases (EIF2AK1/HRI
, EIF2AK2/PKR, EIF2AK3/PERK and EIF2AK4/GCN2) in response to stress converts EIF2S1/elF-2-alphainag
lobal protein synthesis inhibitor, leading to a attenuation of cap-dependent translation, while concomitant
ly initiating the preferential translation of ISR-specific mMRNAs, such as the transcriptional activators ATF4
and QRICH1, and hence allowing ATF4- and QRICH1-mediated reprogramming (PubMed:15277680, PubMe
d:21285359). EIF2S1/elF2-alpha also acts as an activator of mitophagy in response to mitochondrial dama
ge: phosphorylation by EIF2AK1/HRI promotes relocalization to the mitochondrial surface, thereby triggeri
ng PRKN-independent mitophagy (By similarity) Member of the elF2 complex that functions in the early st
eps of protein synthesis by forming a ternary complex with GTP and initiator tRNA. This complex binds to
a 40S ribosomal subunit, followed by mRNA binding to form a 43S pre-initiation complex. Junction of the 6
0S ribosomal subunit to form the 80S initiation complex is preceded by hydrolysis of the GTP bound to el
F2 and release of an elF2-GDP binary complex. In order for elF2 to recycle and catalyze another round of i
nitiation, the GDP bound to elF2 must exchange with GTP by way of a reaction catalyzed by elF2B. EIF2S
1/elF2-alpha is a key component of the integrated stress response (ISR), required for adaptation to variou
s stress: phosphorylation by metabolic-stress sensing protein kinases (EIF2AK1/HRI, EIF2AK2/PKR, EIF2AK
3/PERK and EIF2AK4/GCN?2) in response to stress converts EIF2S1/elF2-alpha in a global protein synthesis
inhibitor, leading to a attenuation of cap-dependent translation, while concomitantly initiating the prefere
ntial translation of ISR-specific mMRNAs, such as the transcriptional activators ATF4 and QRICH1, and henc
e allowing ATF4- and QRICH1-mediated reprogramming. EIF2S1/elF2-alpha also acts as an activator of mit
ophagy in response to mitochondrial damage: phosphorylation by EIF2AK1/HRI promotes relocalization to
the mitochondrial surface, thereby triggering PRKN-independent mitophagy (By similarity)
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