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As a component of the GATOR1 complex functions as an inhibitor of the amino acid-sensing branch of the
MTORC1 pathway (PubMed:23723238, PubMed:25457612, PubMed:29590090, PubMed:29769719, PubMe
d:31548394, PubMed:35338845). In response to amino acid depletion, the GATOR1 complex has GTPase
activating protein (GAP) activity and strongly increases GTP hydrolysis by RagA/RRAGA (or RagB/RRAGB)
within heterodimeric Rag complexes, thereby turning them into their inactive GDP-bound form, releasing
mTORC1 from lysosomal surface and inhibiting mTORC1 signaling (PubMed:23723238, PubMed:2545761
2, PubMed:29590090, PubMed:29769719, PubMed:35338845). In the presence of abundant amino acids,
the GATOR1 complex is negatively regulated by GATOR2, the other GATOR subcomplex, in this amino aci
d-sensing branch of the TORC1 pathway (PubMed:23723238, PubMed:25457612, PubMed:29769719). Wit
hin the GATOR1 complex, DEPDC5 mediates direct interaction with the nucleotide-binding pocket of small
GTPases Rag (RagA/RRAGA, RagB/RRAGB, RagC/RRAGC and/or RagD/RRAGD) and coordinates their nucleo
tide loading states by promoting RagA/RRAGA or RagB/RRAGB into their GDP-binding state and RagC/RRA
GC or RagD/RRAGD into their GTP-binding state (PubMed:29590090, PubMed:35338845). However, it doe
s not execute the GAP activity, which is mediated by NPRL2 (PubMed:29590090) As a component of the G
ATOR1 complex functions as an inhibitor of the amino acid-sensing branch of the mTORC1 pathway (Pub
Med:31548394). In response to amino acid depletion, the GATOR1 complex has GTPase activating protein
(GAP) activity and strongly increases GTP hydrolysis by RagA/RRAGA (or RagB/RRAGB) within heterodimer
ic Rag complexes, thereby turning them into their inactive GDP-bound form, releasing mTORC1 from lyso
somal surface and inhibiting mTORCL1 signaling (By similarity). In the presence of abundant amino acids, t
he GATOR1 complex is negatively requlated by GATOR2, the other GATOR subcomplex, in this amino acid
-sensing branch of the TORC1 pathway (By similarity). Within the GATOR1 complex, DEPDC5 mediates dir
ect interaction with the nucleotide-binding pocket of small GTPases Rag (RagA/RRAGA, RagB/RRAGB, Rag
C/RRAGC and/or RagD/RRAGD) and coordinates their nucleotide loading states by promoting RagA/RRAGA
or RagB/RRAGB into their GDP-binding state and RagC/RRAGC or RagD/RRAGD into their GTP-binding stat
e (By similarity). However, it does not execute the GAP activity, which is mediated by NPRL2 (By similarit

y)

9681

DEPDC5, Depdc5

075140 (https://www.uniprot.org/uniprotkb/O75140/entry), P61460 (https://www.uniprot.org/uniprotkb/P6
1460/entry)

DEPDCS5 (YD34000),DEPDC5 (YD34000) Rabbit mAb,DEPDC5,DEP domain-containing protein 5,KIAA0645
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