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DEPDC5 (YD34000) Rabbit mAb

货号: AYD11303  

产品信息

反应 Human,Mouse

宿主 Rabbit

克隆性 Monoclonal

预测反应

应用 WB

推荐浓度

理论分子量 181kDa/180kDa

实测分子量

形式 Liquid

保存条件 Store at -20℃. Avoid freeze / thaw cycles.

Buffer: PBS with 0.75% BSA,50% glycerol,pH7.3.

偶联物 Unconjugated

阳性对照

细胞定位 Lysosome membrane, Cytoplasm, cytosol, perinuclear region

纯化 亲和纯化

抗原信息

抗原信息

靶点信息
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研究背景 As a component of the GATOR1 complex functions as an inhibitor of the amino acid-sensing branch of the

mTORC1 pathway (PubMed:23723238, PubMed:25457612, PubMed:29590090, PubMed:29769719, PubMe

d:31548394, PubMed:35338845). In response to amino acid depletion, the GATOR1 complex has GTPase

activating protein (GAP) activity and strongly increases GTP hydrolysis by RagA/RRAGA (or RagB/RRAGB)

within heterodimeric Rag complexes, thereby turning them into their inactive GDP-bound form, releasing

mTORC1 from lysosomal surface and inhibiting mTORC1 signaling (PubMed:23723238, PubMed:2545761

2, PubMed:29590090, PubMed:29769719, PubMed:35338845). In the presence of abundant amino acids,

the GATOR1 complex is negatively regulated by GATOR2, the other GATOR subcomplex, in this amino aci

d-sensing branch of the TORC1 pathway (PubMed:23723238, PubMed:25457612, PubMed:29769719). Wit

hin the GATOR1 complex, DEPDC5 mediates direct interaction with the nucleotide-binding pocket of small

GTPases Rag (RagA/RRAGA, RagB/RRAGB, RagC/RRAGC and/or RagD/RRAGD) and coordinates their nucleo

tide loading states by promoting RagA/RRAGA or RagB/RRAGB into their GDP-binding state and RagC/RRA

GC or RagD/RRAGD into their GTP-binding state (PubMed:29590090, PubMed:35338845). However, it doe

s not execute the GAP activity, which is mediated by NPRL2 (PubMed:29590090) As a component of the G
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基因ID 9681

基因名 DEPDC5, Depdc5

Swiss O75140 (https://www.uniprot.org/uniprotkb/O75140/entry), P61460 (https://www.uniprot.org/uniprotkb/P6

1460/entry)

别名 DEPDC5 (YD34000),DEPDC5 (YD34000) Rabbit mAb,DEPDC5,DEP domain-containing protein 5,KIAA0645

产品验证

实验步骤

访问官网浏览详情: www.ablybio.cn (https://www.ablybio.cn//www.ablybio.cn)
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