6/12/26, 12:22 AM

RISP (YD20132) Rabbit mAb - i 244

— ABLYBIO, Help Your Research

RISP (YD20132) Rabbit mAb

#%%5: AYD11174

EREER

&R

mE

TR

T S

REA

EHWRE

B TE

LR TE

TR

BRI

BEY

PR PR

41 fase fr

VRER

HERFER

BRFER

file:///mnt/wwwroot/ablybio_com/public/uploads/datasheet/AY/D/AYD11174.pdf.tmp.2740.html

Human,Mouse,Rat

Rabbit

Monoclonal

WB IHC-P ICC/IF FC IP

30kDa

Liquid

Store at -20°C. Avoid freeze / thaw cycles.
Buffer: PBS with 0.75% BSA,50% glycerol,pH7.3.

Unconjugated

293F,MCF7,Mouse heart,Mouse brain,Rat skeletal muscle

Mitochondrion inner membrane
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[Cytochrome b-c1 complex subunit Rieske, mitochondrial]: Component of the ubiquinol-cytochrome c oxi
doreductase, a multisubunit transmembrane complex that is part of the mitochondrial electron transport
chain which drives oxidative phosphorylation. The respiratory chain contains 3 multisubunit complexes su
ccinate dehydrogenase (complex Il, Cll, ubiquinol-cytochrome c oxidoreductase (cytochrome b-c1 comple
x, complex lll, Clll and cytochrome c oxidase (complex IV, CIV, that cooperate to transfer electrons derive
d from NADH and succinate to molecular oxygen, creating an electrochemical gradient over the inner me
mbrane that drives transmembrane transport and the ATP synthase. The cytochrome b-c1 complex cataly
zes electron transfer from ubiquinol to cytochrome c, linking this redox reaction to translocation of proton
s across the mitochondrial inner membrane, with protons being carried across the membrane as hydroge
ns on the quinol. In the process called Q cycle, 2 protons are consumed from the matrix, 4 protons are rel
eased into the intermembrane space and 2 electrons are passed to cytochrome c. The Rieske protein is a
catalytic core subunit containing a [2Fe-2S] iron-sulfur cluster. It cycles between 2 conformational states
during catalysis to transfer electrons from the quinol bound in the Q(0 site in cytochrome b to cytochrom
e cl (By similarity. Incorporation of UQCRFS1 is the penultimate step in complex Il assembly.

7386

UQCRFS1

P47985 (https://www.uniprot.org/uniprotkb/P47985/entry)

RISP (YD20132),RISP (YD20132) Rabbit mAb,UQCRFS1,Complex lll subunit 5,Cytochrome b-c1 complex su
bunit 5,Rieske iron-sulfur protein,Rieske protein UQCRFS1,Ubiquinol-cytochrome c reductase iron-sulfur s
ubunit,8 kDa subunit 9,Complex Ill subunit IX
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