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Phospho-Histone H3 (Ser58) pAb
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R Human, Mouse, Rat
mE Rabbit
TR Polyclonal
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REA WB IHC IF/ICC
HEFRE WB: 1:500-1:2000, IHC 1:50-1:200, IF/ICC 1:100-1:500
BigH TR 15kDa/15kDa/15kDa
RS TE
R Liquid
REFFA Store at -20°C. Avoid freeze / thaw cycles.
Buffer: PBS with 0.75% BSA,50% glycerol,pH7.5.
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Core component of nucleosome. Nucleosomes wrap and compact DNA into chromatin, limiting DNA acces
sibility to the cellular machineries which require DNA as a template. Histones thereby play a central role i
n transcription regulation, DNA repair, DNA replication and chromosomal stability. DNA accessibility is reg
ulated via a complex set of post-translational modifications of histones, also called histone code, and nucl
eosome remodeling. Core component of nucleosome. Nucleosomes wrap and compact DNA into chromati
n, limiting DNA accessibility to the cellular machineries which require DNA as a template. Histones thereb
y play a central role in transcription regulation, DNA repair, DNA replication and chromosomal stability. D
NA accessibility is regulated via a complex set of post-translational modifications of histones, also called
histone code, and nucleosome remodeling. Variant histone H3 which replaces conventional H3 in a wide r
ange of nucleosomes in active genes. Constitutes the predominant form of histone H3 in non-dividing cell
s and is incorporated into chromatin independently of DNA synthesis. Deposited at sites of nucleosomal d
isplacement throughout transcribed genes, suggesting that it represents an epigenetic imprint of transcri
ptionally active chromatin. Nucleosomes wrap and compact DNA into chromatin, limiting DNA accessibilit
y to the cellular machineries which require DNA as a template. Histones thereby play a central role in tra
nscription regulation, DNA repair, DNA replication and chromosomal stability. DNA accessibility is regulate
d via a complex set of post-translational modifications of histones, also called histone code, and nucleoso
me remodeling. .
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H3C1, H3C2, H3C3, H3C4, H3C6, H3C7, H3C8, H3C10, H3C11, H3C12, H3C15, H3C14, H3C13, H3-3A, H3-
3B
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H3 histone family, member A; H3/A; H31_HUMAN; H3FA; Histlh3a; HIST1H3B; HIST1H3C; HIST1H3D; HIST
1H3E; HIST1H3F; HIST1H3G; HIST1H3H; HIST1H3I; HIST1H3J; histone 1, H3a; Histone cluster 1, H3a; Histo
ne H3.1; Histone H3/a; Histone H3/b; Histone H3/c; Histone H3/d; Histone H3/f; Histone H3/h; Histone H3/
i; Histone H3/j; Histone H3/k; Histone H3/I;
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