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NLRP3 Rabbit mAb
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Human,Mouse,Rat

Rabbit

Monoclonal

WB [HC IF IP ELISA

IHC: 1:100-800

WB: 1:500-3000

IF: 1:100-800

ELISA: 1:5000-20000
IP: 1:50-200

115kD

Liquid

NLRP3 Rabbit mAb - X fir 44

Store at -20°C. Avoid freeze / thaw cycles.
Buffer: PBS with 0.75% BSA,50% glycerol,pH7.633.

Unconjugated

RAW264.7

Cytoplasm, cytosol, Inflammasome, cytoskeleton, microtubule organizing center, Golgi apparatus membr

ane, Endoplasmic reticulum, Mitochondrion, Secreted, Nucleus
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6/28/26, 11:42 AM NLRP3 Rabbit mAb - 31244

BRER This gene encodes a pyrin-like protein containing a pyrin domain, a nucleotide-binding site (NBS) domain,
and a leucine-rich repeat (LRR) motif. This protein interacts with the apoptosis-associated speck-like prot
ein PYCARD/ASC, which contains a caspase recruitment domain, and is a member of the NLRP3 inflamma
some complex. This complex functions as an upstream activator of NF-kappaB signaling, and it plays a rol
e in the regulation of inflammation, the immune response, and apoptosis. The SARS-CoV 3a protein, a tra
nsmembrane pore-forming viroporin, has been shown to activate the NLRP3 inflammasome via the forma
tion of ion channels in macrophages. Mutations in this gene are associated with familial cold autoinflamm
atory syndrome (FCAS), Muckle-Wells syndrome (MWS), chronic infantile neurological cutaneous and artic
ular (CINCA) syndrome, neonatal-onset multisystem inflammatory disease (NOMID), keratoendotheliitis fu
gax hereditarian, and deafness, autosomal dominant 34, with or without inflammation. Multiple alternativ
ely spliced transcript variants encoding distinct isoforms have been identified for this gene. Alternative 5'
UTR structures are suggested by available data; however, insufficient evidence is available to determine i
f all of the represented 5' UTR splice patterns are biologically valid.

ZHID 216799
ZERE NLRP3
Swiss Q8R4B8 (https://www.uniprot.org/uniprotkb/Q8R4B8/entry)
A% NLRP3,NACHT LRR and PYD domains-containing protein 3,C1lorf7,CIAS1,NALP3,PYPAF1,NACHT,LRR and PY

D domains-containing protein 3,Angiotensin/vasopressin receptor All/AVP-like,Caterpiller protein 1.1CLR1.
1,Cold autoinflammatory syndrome 1 protein,Cryopyrin,PYRIN-containing APAF1-like protein 1,Cryop
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